Biosampling Reinvented™
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1. Introduction

Crime scene investigators are trained to air-dry evidentiary samples
following swab-based collection. Drying swabs can lead to
irreversible binding of DNA to the swab material resulting in low
DNA recovery. However this step can be challenging, especially in
areas of high humidity and air moisture content. There are several
factors affecting DNA integrity and yields of evidentiary samples:

Q Irreversible binding to swab material

O Nucleases

QO Microbial contamination

QO Temperature fluctuations

QO Heat

O Humidity

Q UV light

Q Improper collection

0 Storage conditions and length of backlog
QO Transport conditions & transit time

Mawi has developed iSWAB-ID, an efficient liquid-based sample
collection system which utilizes swabs. iISWAB-ID enables long
term room temperature stabilization of the collected sample at the
point of collection while ensuring proper chain of custody. This
system maximizes sample recovery and simplifies sample
processing extensively over current practices, allowing for

I Enhanced ID Profiling.
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Results
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of Forensic DNA in Liquid Format is a Reality
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|- DNA Extraction and Human DNA Quantification

iSWAB-ID Efficiently Recovers and Stabilizes Human DNA from Both Reference & Evidentiary Samplesin
Long Term, Room Temperature Storage from Low, Medium and High Copy Number Samples

|DNA concentration from swabs post ISWAB-ID collection: ND |
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Evidentiary & Reference Samples Processing
Bottlenecks: All Resolved with iISWAB-ID

Description Time Spent (mins)

Screen
Tdentify
Collect

No Drying Required 0 min/Sample

Reporting and documentation
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Significant Improvement on Processing Efficiency:
v'Faster Collection

v Higher First Pass Rate

v'Higher Sample processing Throughput

0 min/Sample
Not Applicable

5-10% Further Analysis




